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2 Electron Micrograph of B. megaterium Spore
CX, cortex; IC, inner coat; OC, outer coat
Bar, 250 nm.

Deposition of
GalW-6-P Polysaccharide

UDP-GlcHAc 4-epimerase

UDP-BaiHac deacetylase

Synthesis and Deposition
of Spore Coat Proteins
48 kDa
36 kDa

22 kDa

o 4 6 a 10
hours after end of exponential growth

3 Biochemical Events Related to Morphogenesis
of Outer Coat.
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